UNIVERSITY OF VETERINARY // < \

2019 PRAGUE MEDICINE - BUDAPEST \|

REPUBLIC

Data collection through
IT-intensive phenotyping in
the Hungarian Grey Cattle
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Hungarian Grey Cattle

* Autochtonous Hungarian cattle breed

e Stabile population ~9000 registered cow

* in October bull sale, of the 2 year-old bullocks
in the catalogue(2014-) measurements from
phenotyping!

T
| Megjegyzés: Magasan meszelt savosan kormolt sziiken indulo fehér karika szarv, révid finom keskeny fej, hatdrozott
szemfolt, feszes hat, egyenes fedeles far, szabdlyos faroktiizés.

Kisbika mért eredményei:
Marmagassag: 125cm
Hitkozép magassag: 125cm
Farbubmagassag: 127 cm
Mellkas mélység: 69 ¢cm
Ferdelorzs hossz: 166 cm
Torzshossz: 162 ¢cm
Far I. szélesség: 49 ¢cm
Far 1L szclesség: 23cm
Farhossz: 40 cm
Mellkas szélesség: 43 cm
Vall szélesség: 45 cm
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Method VATEM.HU

 VATEM is an optometric animal measuring method
,Stop the video record, not the animal for measuring
* Field stage — recordig place, cameras: side, above, ID monitors
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Method VATEM2 software stage

VATEM2 Software - VATEM.HU
- Gait: step, wihout coverage of pen
e Standard position - standard frame
* Vertical foreleg el
 Symetrical back S

- Measuring schemas
— Lateral view

- Top view

- Signing of necessary anatomical
points
- Database in XLSX (MS Excel) format
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Method — VATEM.HU
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Method — VATEM.HU

B | Mark measurement points - O X
g Done HS&\'@ L:J Save as = Previous Image ‘4’ Next image J ' Selection mode ';1" Erase points
Next Polnt: filld2 Images done: 0 Images remaining: 2 Current animal 1D: 6246 || Automatic Correction  Measurement Confldence (% 100 =)
Tip: Use the mouse wheel 1o zoom in and out of the image Remaining Images
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Method — VATEM.HU
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Method — VATEM.HU
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Aim of the study — Horn colour

What is resulting the Hungarian Grey Cattle's horn colourisations?
-Way of inheritance of horn colour?
-Kreatin genes alleles influencing structure/colour of horns?
-Green pigment synthesis in mammals? Synbiosis?




1. Way of inheritance of horn colour

* Mass phenotyping (cca 2500 animal in 10 herd)
* Repeated phenotyping to exculde environmental factors (clima, nutrition...)
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2. Source of ,green” colour in horns

* Thin layer chromatograpy — Green is from clorophyl?
e Optical microscopy
* Transmissible electron microscopy

Intersection of , kartyas” horn of 3212442551 cow (800x)
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3. Molecular background

Phenotyped NGS bulls, microarray results of cows
Bioinformatical processing the data
Associations researches

Meta-synthesis

w |
o
% o4
T
B .
o .o ° .8
u-||e
ol i M

2019. 07. 02. ICAR Prague 2019




R ' Oznaleni bod( méfeni

X

:3_ Novy projekt L' Ctevieni projekiu H Ulozeni projektu H Ulozeni jinak

f Hoove  [butom |l vtont inak G predction obedzek & Nasledulicl obrdzek f Spiisob vibdru [, Smazat body

/Projects/K2018_2/K2018_2.vamproj

Nasledujid bod: Hotové Hotové obrizky: 5 Zostévaljici obrazy: 1 1D aktulaného vitata: Csapsaék_ [v| Automaticks korekce Spolehlivost méfeni(%): (100 %

00086.MTS

Poulite kolecko my$i na zveteni a na mendeni obrazu

Nasledulid obrazky

Piiprava statickjch obrdzkdl fiprava statickych of ‘mazani statickvch ot [ Odstra

B vyber jaz...

Vyberle jazyk se semmamu

Cedting
English
Magvar
Fesli
Poiskie
Deutsch

Slovensky

[taliano

MéFeni 2018k
Format vystupniho souboru XLSX  ~ .} Generovani wystug| |

2019. 07. 02.

ICAR Prague 2019



-l

«‘ ' .‘3 i

Tank you for the attention!
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